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<210> 1 

<211> 3400 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> exon 

<222> (1) . . (2589) 

<400> 1 

atg gca cat act ttt aga gga tgc tea ttg gca ttt atg ttt ata ate 48 
Met Ala His Thr Phe Arg Gly Cys Ser Leu Ala Phe Met Phe lie lie 
15 10 15 

acg tgg ctg ttg att aaa gca aaa ata gat gcg tgc aag aga ggc gat 96 
Thr Trp Leu Leu lie Lys Ala Lys lie Asp Ala Cys Lys Arg Gly Asp 
20 25 30 

gtg act gtg aag cct tec cat gta att tta ctt gga tec act gtc aat 144 
Val Thr Val Lys Pro Ser His Val lie Leu Leu Gly Ser Thr Val Asn 
35 40 45 

att aea tgc tct ttg aag cec aga caa ggc tgc ttt eae tat tec aga 192 
lie Thr Cys Ser Leu Lys Pro Arg Gin Gly Cys Phe His Tyr Ser Arg 
50 55 60 

egt aae aag tta ate ctg tae aag ttt gae aga aga ate aat ttt eae 240 
Arg Asn Lys Leu lie Leu Tyr Lys Phe Asp Arg Arg lie Asn Phe His 
65 70 75 80 
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dat ggc cac tec etc aat tct caa gtc aca ggt ctt ccc ctt ggt aca 288 
His Gly His Ser Leu Asn Ser Gin Val Thr Gly Leu Pro Leu Gly Thr 
85 90 95 

acc ttg ttt gtc tgc aaa ctg gcc tgt ate aat agt gat gaa att caa 336 
Thr Leu Phe Val Cys Lys Leu Ala Cys lie Asn Ser Asp Glu lie Gin 
100 105 110 

ata tgt gga gca gag ate tte gtt ggt gtt get cca gaa eag cct caa 384 
He Cys Gly Ala Glu He Phe Val Gly Val Ala Pro Glu Gin Pro Gin 
115 120 125 

aat tta tec tgc ata eag aag gga gaa eag ggg act gtg gcc tgc ace 432 
Asn Leu Ser Cys He Gin Lys Gly Glu Gin Gly Thr Val Ala Cys Thr 
130 135 140 

tgg gaa aga gga cga gac acc cac tta tac act gag tat act eta eag 480 
Trp Glu Arg Gly Arg Asp Thr His Leu Tyr Thr Glu Tyr Thr Leu Gin 
145 150 155 160 

eta agt gga cca aaa aat tta acc tgg eag aag caa tgt aaa gac att 528 
Leu Ser Gly Pro Lys Asn Leu Thr Trp Gin Lys Gin Cys Lys Asp He 
165 170 175 

tat tgt gac tat ttg gac ttt gga ate aae etc ace eet gaa tea cct 576 
Tyr Cys Asp Tyr Leu Asp Phe Gly He Asn Leu Thr Pro Glu Ser Pro 
180 185 190 

gaa tec aat tte aca gcc aag gtt act get gtc aat agt ctt gga age 624 
Glu Ser Asn Phe Thr Ala Lys Val Thr Ala Val Asn Ser Leu Gly Ser 
195 200 205 

tee tct tea ctt cca tee aca tte aca tte ttg gac ata gtg agg cct 672 
Ser Ser Ser Leu Pro Ser Thr Phe Thr Phe Leu Asp He Val Arg Pro 
210 215 220 

ctt cct ccg tgg gac att aga ate aaa ttt caa aag get tec gtg age 720 
Leu Pro Pro Trp Asp He Arg He Lys Phe Gin Lys Ala Ser Val Ser 
225 230 235 240 

aga tgt ace ctt tat tgg aga gat gag gga ctg gta ctg ctt aat cga 768 
Arg Cys Thr Leu Tyr Trp Arg Asp Glu Gly Leu Val Leu Leu Asn Arg 
245 250 255 

etc aga tat egg ccc agt aae age agg etc tgg aat atg gtt aat gtt 816 
Leu Arg Tyr Arg Pro Ser Asn Ser Arg Leu Trp Asn Met Val Asn Val 
260 265 270 

aca aag gcc aaa gga aga cat gat ttg ctg gat ctg aaa cca ttt aca 864 
Thr Lys Ala Lys Gly Arg His Asp Leu Leu Asp Leu Lys Pro Phe Thr 
275 280 285 

gaa tat gaa ttt eag att tec tct aag eta eat ctt tat aag gga agt 912 
Glu Tyr Glu Phe Gin He Ser Ser Lys Leu His Leu Tyr Lys Gly Ser 
290 295 300 

tgg agt gat tgg agt gaa tea ttg aga gea caa aca cca gaa gaa gag 960 
Trp Ser Asp Trp Ser Glu Ser Leu Arg Ala Gin Thr Pro Glu Glu Glu 
305 310 315 320 
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c*ct act ggg 
Pro Thr Gly 



agt aga caa 
Ser Arg Gin 



gca aga gga 
Ala Arg Gly 
355 

gga ggg aaa 
Gly Gly Lys 
370 

aca gtc att 
Thr Val lie 
385 

aat tea aaa 
Asn Ser Lys 



tgt gag gca 
Cys Glu Ala 



ggc atg gac 
Gly Met Asp 
435 

tct get gtt 
Ser Ala Val 
450 

ggt gac aca 
Gly Asp Thr 
465 

gtg tct get 
Val Ser Ala 



ate cgt gtg 
lie Arg Val 



ctg ggt aac 
Leu Gly Asn 
515 

gee ate aca 
Ala lie Thr 
530 

eca gtc cag 
Pro Val Gin 
545 



atg tta gat 
Met Leu Asp 
325 

cag att tct 
Gin lie Ser 
340 

aaa att etc 
Lys lie Leu 



gee atg aca 
Ala Met Thr 



cct aga ace 
Pro Arg Thr 
390 

ggc agt tct 
Gly Ser Ser 
405 

ggg ttg ctg 

Gly Leu Leu 
420 

aac att ctg 
Asn lie Leu 



cag gag tac 
Gin Glu Tyr 



cag gtc cct 
Gin Val Pro 
470 

ctg att tea 
Leu lie Ser 
485 

tat gca etc 
Tyr Ala Leu 
500 

tct aag cac 
Ser Lys His 



gag gaa aag 
Glu Glu Lys 



gag caa atg 
Glu Gin Met 
550 



gtc tgg tac 
Val Trp Tyr 



ett ttc tgg 
Leu Phe Trp 
345 

cac tat cag 
His Tyr Gin 
360 

cag aac ate 
Gin Asn lie 
375 

gga aat tgg 
Gly Asn Trp 



ctg cec act 
Leu Pro Thr 



get cct cgc 
Ala Pro Arg 
425 

gtg act tgg 
Val Thr Trp 
440 

gtg gtg gaa 
Val Val Glu 
455 

eta aac tgg 
Leu Asn Trp 



gag aac ata 
Glu Asn lie 



tea ggg gat 
Ser Gly Asp 
505 

aaa gca eca 
Lys Ala Pro 
520 

ggg age att 
Gly Ser He 
535 

ggc tgc etc 
Gly Cys Leu 



atg aaa egg 
Met Lys Arg 
330 

aag aat ctg 
Lys Asn Leu 



gtg ace ttg 
Val Thr Leu 



aca gga cac 
Thr Gly His 
380 

get gtg get 
Ala Val Ala 
395 

cgt att aac 
Arg He Asn 
410 

cag gtc tct 
Gin Val Ser 



cag cct ecc 
Gin Pro Pro 



tgg aga gag 
Trp Arg Glu 
460 

eta egg agt 
Leu Arg Ser 
475 

aaa tee tac 
Lys Ser Tyr 
490 

caa gga gga 
Gin Gly Gly 



ctg agt ggc 
Leu Ser Gly 



tta att tea 
Leu lie Ser 
540 

etc eat tat 
Leu His Tyr 
555 



cac att gac 
His He Asp 
335 

agt gtc tea 
Ser Val Ser 
350 

cag gag ctg 
Gin Glu Leu 
365 

ace tec tgg 
Thr Ser Trp 



gtg tct gca 
Val Ser Ala 



ata atg aac 
He Met Asn 
415 

gca aac tea 
Ala Asn Ser 
430 

agg aaa gat 
Arg Lys Asp 
445 

etc eat eca 
Leu His Pro 



cga cec tac 
Arg Pro Tyr 



ate tgt tat 
He Cys Tyr 
495 

tgc age tec 
Cys Ser Ser 
510 

cec cac att 
Pro His He 
525 

tgg aac age 
Trp Asn Ser 



agg ata tac 
Arg He Tyr 



tac 1008 
Tyr 



gag 1056 
Glu 



aca 1104 
Thr 



ace 1152 
Thr 



gca 1200 

Ala 

400 

ctg 1248 
Leu 



gag 1296 
Glu 



cec 1344 
Pro 



ggg 1392 
Gly 



aat 1440 

Asn 

480 

gaa 1488 
Glu 



ate 1536 
He 



aat 1584 
Asn 



att 1632 
He 



tgg 1680 

Trp 

560 
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aag gaa egg gac tec aac tec cag cet cag etc tgt gaa att cec tae 1728 
Lys Glu Arg Asp Ser Asn Ser Gin Pro Gin Leu Cys Glu lie Pro Tyr 
565 570 575 

aga gtc tec caa aat tea eat cea ata aae age etg eag eec ega gtg 1776 
Arg Val Ser Gin Asn Ser His Pro lie Asn Ser Leu Gin Pro Arg Val 
580 585 590 

aca tat gte etg tgg atg aea get etg aea get get ggt gaa agt tec 1824 
Thr Tyr Val Leu Trp Met Thr Ala Leu Thr Ala Ala Gly Glu Ser Ser 
595 600 605 

cac gga aat gag agg gaa ttt tgt etg caa ggt aaa gcc aat tgg atg 1872 
His Gly Asn Glu Arg Glu Phe Cys Leu Gin Gly Lys Ala Asn Trp Met 
610 615 620 

geg ttt gtg gca cea age att tge att get ate ate atg gtg gge att 1920 
Ala Phe Val Ala Pro Ser lie Cys lie Ala lie lie Met Val Gly lie 
625 630 635 640 

tte tea aeg eat tae tte cag caa aag gtg ttt gtt etc eta gea gee 1968 
Phe Ser Thr His Tyr Phe Gin Gin Lys Val Phe Val Leu Leu Ala Ala 
645 650 655 

etc aga cet eag tgg tgt age aga gaa att cea gat eca gca aat age 2016 
Leu Arg Pro Gin Trp Cys Ser Arg Glu lie Pro Asp Pro Ala Asn Ser 
660 665 670 

act tgc get aag aaa tat cec att gca gag gag aag aca cag etg cec 2064 
Thr Cys Ala Lys Lys Tyr Pro He Ala Glu Glu Lys Thr Gin Leu Pro 
675 680 685 

ttg gac agg etc etg ata gac tgg cec aeg cet gaa gat cet gaa ccg 2112 
Leu Asp Arg Leu Leu He Asp Trp Pro Thr Pro Glu Asp Pro Glu Pro 
690 695 700 

etg gtc ate agt gaa gtc ett cat caa gtg ace cea gtt tte aga eat 2160 
Leu Val He Ser Glu Val Leu His Gin Val Thr Pro Val Phe Arg His 
705 710 715 720 

cec cec tgc tec aac tgg eca caa agg gaa aaa gga ate caa ggt cat 2208 
Pro Pro Cys Ser Asn Trp Pro Gin Arg Glu Lys Gly He Gin Gly His 
725 730 735 

eag gcc tet gag aaa gac atg atg cac agt gcc tea age eca cea cet 2256 
Gin Ala Ser Glu Lys Asp Met Met His Ser Ala Ser Ser Pro Pro Pro 
740 745 750 

cea aga get etc caa get gag age aga caa etg gtg gat etg tae aag 2304 
Pro Arg Ala Leu Gin Ala Glu Ser Arg Gin Leu Val Asp Leu Tyr Lys 
755 760 765 

gtg etg gag age agg gge tec gac eca aag cea gaa aac cea gcc tgt 2352 
Val Leu Glu Ser Arg Gly Ser Asp Pro Lys Pro Glu Asn Pro Ala Cys 
770 775 780 

cec tgg aeg gtg etc cea gca ggt gac ett cec acc cat gat gge tae 2400 
Pro Trp Thr Val Leu Pro Ala Gly Asp Leu Pro Thr His Asp Gly Tyr 
785 790 795 800 
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t:ta ccc tec aac ata gat gac etc cec tea cat gag gca cct etc get 2448 
Leu Pro Ser Asn lie Asp Asp Leu Pro Ser His Glu Ala Pro Leu Ala 
805 810 815 

gac tct ctg gaa gaa ctg gag cct cag cac ate tec ctt tct gtt ttc 2496 
Asp Ser Leu Glu Glu Leu Glu Pro Gin His lie Ser Leu Ser Val Phe 
820 825 830 

ccc tea agt tct ctt cac cca etc acc ttc tec tgt ggt gat aag ctg 2544 
Pro Ser Ser Ser Leu His Pro Leu Thr Phe Ser Cys Gly Asp Lys Leu 
835 840 845 

act ctg gat cag tta aag atg agg tgt gac tee etc atg etc tga 2589 
Thr Leu Asp Gin Leu Lys Met Arg Cys Asp Ser Leu Met Leu 
850 855 860 

gtggtgaggc ttcaagcett aaagtcagtg tgccctcaae cagcacagcc tgceccaatt 2649 

cececagcee ctgcteeagc agetgtcate tctgggtgcc accateggtc tggetgeage 2709 

tagaggaeag gcaagccagc tctgggggag tcttaggaac tgggagttgg tcttcactca 2769 

gatgectcat cttgecttte ceagggcett aaaattacat cettcactgt gtggacctag 2829 

agactccaac ttgaattcet agtaactttc ttggtatget ggecagaaag ggaaatgagg 2889 

aggagagtag aaaecacage tettagtagt aatggcatae agtctagagg accatteatg 2949 

caatgactat ttctaaagea cetgctacac ageaggctgt acacageaga tcagtaetgt 3009 

teaacagaac ttcctgagat gatggaaatg ttctacctct geactcactg tccagtacat 3 069 

tagacaetag geacattgge tgttaateae ttggaatgtg tttagettga ctgaggaatt 312 9 

aaattttgat tgtaaattta aatcgecaca catggetagt ggctaetgta ttggagtgca 3189 

eagctctaga tggetcctag attattgaga gectecaaaa caaatcaacc tagttetata 3249 

gatgaagaca taaaagacac tggtaaacac caatgtaaaa gggcccccaa ggtggteatg 33 09 

aetggtetca tttgeagaag tetaagaatg tacctttttc tggeegggeg tggtagctea 33 69 

tgcctgtaat cccagcaett tgggaggctg a 3400 



<210> 2 

<211> 2036 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> exon 

<222> (1) . . (1989) 

<400> 2 

atg gag ecg ctg gtg ace tgg gtg gtc ecc etc etc ttc etc ttc ctg 48 

Met Glu Pro Leu Val Thr Trp Val Val Pro Leu Leu Phe Leu Phe Leu 
15 10 15 
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ctg tec agg cag ggc get gee tgc aga ace agt gag tge tgt ttt eag 96 
Leu Ser Arg Gin Gly Ala Ala Cys Arg Thr Ser Glu Cys Cys Phe Gin 
20 25 30 

gac cog cca tat ccg gat gca gac tea gge teg gee teg gge eet agg 144 
Asp Pro Pro Tyr Pro Asp Ala Asp Ser Gly Ser Ala Ser Gly Pro Arg 
35 40 45 

gac ctg aga tgc tat egg ata tec agt gat egt tac gag tge tee tgg 192 
Asp Leu Arg Cys Tyr Arg lie Ser Ser Asp Arg Tyr Glu Cys Ser Trp 
50 55 60 

cag tat gag ggt cec aca get ggg gtc age cac tte ctg egg tgt tgc 240 
Gin Tyr Glu Gly Pro Thr Ala Gly Val Ser His Phe Leu Arg Cys Cys 
65 70 75 80 

ett age tec ggg cgc tgc tgc tac ttc gee gee ggc tea gee ace agg 288 
Leu Ser Ser Gly Arg Cys Cys Tyr Phe Ala Ala Gly Ser Ala Thr Arg 
85 90 95 

ctg eag ttc tee gac cag get ggg gtg tet gtg ctg tac act gtc aca 336 
Leu Gin Phe Ser Asp Gin Ala Gly Val Ser Val Leu Tyr Thr Val Thr 
100 105 110 

etc tgg gtg gaa tec tgg gcc agg aac cag aca gag aag tet eet gag 384 
Leu Trp Val Glu Ser Trp Ala Arg Asn Gin Thr Glu Lys Ser Pro Glu 
115 120 125 

gtg ace ctg cag etc tac aac tea gtt aaa tat gag cct cct ctg gga 432 
Val Thr Leu Gin Leu Tyr Asn Ser Val Lys Tyr Glu Pro Pro Leu Gly 
130 135 140 

gac ate aag gtg tec aag ttg gcc ggg cag ctg egt atg gag tgg gag 480 
Asp lie Lys Val Ser Lys Leu Ala Gly Gin Leu Arg Met Glu Trp Glu 
145 150 155 160 

ace ccg gat aac eag gtt ggt get gag gtg cag ttc egg cac egg aca 528 
Thr Pro Asp Asn Gin Val Gly Ala Glu Val Gin Phe Arg His Arg Thr 
165 170 175 

cec age age cca tgg aag ttg ggc gac tgc gga cct cag gat gat gat 576 
Pro Ser Ser Pro Trp Lys Leu Gly Asp Cys Gly Pro Gin Asp Asp Asp 
180 185 190 

act gag tec tgc etc tgc cec ctg gag atg aat gtg gcc cag gaa ttc 624 
Thr Glu Ser Cys Leu Cys Pro Leu Glu Met Asn Val Ala Gin Glu Phe 
195 200 205 

cag etc cga cga egg cag ctg ggg age caa gga agt tec tgg age aag 672 
Gin Leu Arg Arg Arg Gin Leu Gly Ser Gin Gly Ser Ser Trp Ser Lys 
210 215 220 

tgg age age cec gtg tge gtt cec cct gaa aac cec cca cag cct cag 720 
Trp Ser Ser Pro Val Cys Val Pro Pro Glu Asn Pro Pro Gin Pro Gin 
225 230 235 240 

gtg aga ttc teg gtg gag cag ctg ggc cag gat ggg agg agg egg ctg 768 
Val Arg Phe Ser Val Glu Gin Leu Gly Gin Asp Gly Arg Arg Arg Leu 
245 250 255 
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acc ctg aaa 
Thr Leu Lys 



ggg ctg gcg 
Gly Leu Ala 
275 

ctg tec tgc 
Leu Ser Cys 
290 

aag atg ccc 
Lys Met Pro 
305 

teg aac caa 
Ser Asn Gin 



gac acc cac 
Asp Thr His 



ggg acc acc 
Gly Thr Thr 
355 

att gaa tgg 
lie Glu Trp 

370 

ctg act gcg 
Leu Thr Ala 
385 

tgg agt cga 
Trp Ser Arg 



acc ate ttt 
Thr lie Phe 



gtc ctg tec 
Val Leu Ser 
435 

ccg cac cac 
Pro His His 
450 

gac tgg gea 
Asp Trp Ala 
465 

tat gtt gtc 
Tyr Val Val 



gag cag cca 
Glu Gin Pro 
260 

ect ggc aeg 
Pro Gly Thr 



ccg tgt aag 
Pro Cys Lys 



tat etc teg 
Tyr Leu Ser 
310 

ttt ggt ect 
Phe Gly Pro 
325 

aca gaa cca 
Thr Glu Pro 
340 

atg tat tgg 
Met Tyr Trp 



cag ect gtg 
Gin Pro Val 



ccg caa gac 
Pro Gin Asp 
390 

gag tct ggg 
Glu Ser Gly 
405 

gee tct gcg 
Ala Ser Ala 
420 

ace tae cac 
Thr Tyr His 



gtc teg gtg 
Val Ser Val 



cca tec ctg 
Pro Ser Leu 
470 

cgc tgc cga 
Arg Cys Arg 
485 



ace cag ctg 
Thr Gin Leu 
265 

gag gtc act 
Glu Val Thr 
280 

gee aag gee 
Ala Lys Ala 
295 

ggt get gee 
Gly Ala Ala 



ggc ctg aac 
Gly Leu Asn 



gtg get ctg 
Val Ala Leu 
345 

cca gee egg 
Pro Ala Arg 
360 

ggc cag gac 
Gly Gin Asp 

375 

ccg gat ccg 
Pro Asp Pro 



gca atg ggg 
Ala Met Gly 



cac ccc gag 
His Pro Glu 
425 

ttt ggg ggc 
Phe Gly Gly 
440 

aag aat cat 
Lys Asn His 
455 

ctg age acc 
Leu Ser Thr 



gat gaa gac 
Asp Glu Asp 



gag ett cea 
Glu Leu Pro 



tac cga eta 
Tyr Arg Leu 



ace agg acc 
Thr Arg Thr 
300 

tae aac gtg 
Tyr Asn Val 
315 

cag aeg tgg 
Gin Thr Trp 
330 

aat ate age 
Asn lie Ser 



get cag age 
Ala Gin Ser 



QQ9 ggc ett 
Gly Gly Leu 
380 

get gga atg 
Ala Gly Met 
395 

cag gaa aag 
Gin Glu Lys 
410 

aag etc ace 
Lys Leu Thr 



aat gee tea 
Asn Ala Ser 



age ttg gac 
Ser Leu Asp 
460 

tgt ccc ggc 
Cys Pro Gly 
475 

age aaa cag 
Ser Lys Gin 
490 



gaa ggc tgt 
Glu Gly Cys 
270 

cag etc cac 
Gin Leu His 
285 

ctg cac ctg 
Leu His Leu 



get gtc ate 
Ala Val lie 



cac att ect 
His lie Pro 
335 

gtc gga ace 
Val Gly Thr 
350 

atg aeg tat 
Met Thr Tyr 
365 

gee ace tgc 
Ala Thr Cys 



gca ace tac 
Ala Thr Tyr 



tgt tac tac 
Cys Tyr Tyr 
415 

ttg tgg tct 
Leu Trp Ser 
430 

gea get ggg 
Ala Ala Gly 
445 

tct gtg tct 
Ser Val Ser 



gtc eta aag 
Val Leu Lys 



gtg tea gag 
Val Ser Glu 
495 



caa 816 
Gin 



atg 864 
Met 



ggg 912 
Gly 



tec 960 

Ser 

320 

gee 1008 
Ala 



aac 1056 
Asn 



tgc 1104 
Cys 



age 1152 
Ser 



age 1200 

Ser 

400 

att 1248 
He 



aeg 1296 
Thr 



aca 1344 
Thr 



gtg 1392 
Val 



gag 1440 

Glu 

480 

cat 1488 
His 



7/25 



ccc gtg cag ccc aca gag acc caa gtt acc etc agt ggc ctg egg get 153 6 

Pro Val Gin Pro Thr Glu Thr Gin Val Thr Leu Ser Gly Leu Arg Ala 
500 505 510 

ggt gta gee tac acg gtg cag gtg cga gca gac aca gcg tgg ctg agg 1584 
Gly Val Ala Tyr Thr Val Gin Val Arg Ala Asp Thr Ala Trp Leu Arg 
515 520 525 

ggt gte tgg age cag ccc cag cgc ttc age ate gaa gtg cag gtt tct 1632 
Gly Val Trp Ser Gin Pro Gin Arg Phe Ser lie Glu Val Gin Val Ser 
530 535 540 

gat tgg etc ate ttc ttc gcc tec ctg ggg age ttc ctg age ate ett 1680 
Asp Trp Leu lie Phe Phe Ala Ser Leu Gly Ser Phe Leu Ser lie Leu 
545 550 555 560 

etc gtg ggc gtc ett ggc tac ett ggc ctg aac agg gcc gca egg cac 1728 
Leu Val Gly Val Leu Gly Tyr Leu Gly Leu Asn Arg Ala Ala Arg His 
565 570 575 

ctg tgc ceg ccg ctg ccc aca ccc tgt gcc age tec gcc att gag ttc 1776 
Leu Cys Pro Pro Leu Pro Thr Pro Cys Ala Ser Ser Ala lie Glu Phe 
580 585 590 

cct gga ggg aag gag act tgg cag tgg ate aac cca gtg gac ttc cag 1824 
Pro Gly Gly Lys Glu Thr Trp Gin Trp lie Asn Pro Val Asp Phe Gin 
595 600 605 

gaa gag gca tec ctg cag gag gee ctg gtg gta gag atg tee tgg gac 1872 
Glu Glu Ala Ser Leu Gin Glu Ala Leu Val Val Glu Met Ser Trp Asp 
610 615 620 

aaa ggc gag agg act gag cct etc gag aag aca gag eta cct gag ggt 192 0 

Lys Gly Glu Arg Thr Glu Pro Leu Glu Lys Thr Glu Leu Pro Glu Gly 
625 630 635 640 

gcc cct gag ctg gcc ctg gat aca gag ttg tec ttg gag gat gga gac 1968 
Ala Pro Glu Leu Ala Leu Asp Thr Glu Leu Ser Leu Glu Asp Gly Asp 
645 650 655 

agg tgc aag gee aag atg tga tegttgagge teagagaggg tgagtgactc 2019 
Arg Cys Lys Ala Lys Met 
660 

gecegagget aegtage 2036 

<210> 3 

<211> 2016 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> exon 

<222> (1)..(1470) 

<400> 3 

atg get etc etc ttt etc eta ccc ett gte atg cag ggt gtg age agg 48 
Met Ala Leu Leu Phe Leu Leu Pro Leu Val Met Gin Gly Val Ser Arg 
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10 



15 



get gag atg ggc acc gcg gat ctg ggg ccg tec tea gtg eet aea eea 96 
Ala Glu Met Gly Thr Ala Asp Leu Gly Pro Ser Ser Val Pro Thr Pro 
20 25 30 

aet aat gtt aca att gaa tee tat aae atg aac cct ate gta tat tgg 144 
Thr Asn Val Thr lie Glu Ser Tyr Asn Met Asn Pro lie Val Tyr Trp 
35 40 45 

gag tae eag ate atg cca cag gte eet gtt ttt acc gta gag gta aag 192 
Glu Tyr Gin lie Met Pro Gin Val Pro Val Phe Thr Val Glu Val Lys 
50 55 60 

aac tat ggt gtt aag aat tea gaa tgg att gat gcc tgc ate aat att 240 
Asn Tyr Gly Val Lys Asn Ser Glu Trp lie Asp Ala Cys lie Asn lie 
65 70 75 80 

tct cat eat tat tgt aat att tet gat cat gtt ggt gat cca tea aat 288 
Ser His His Tyr Cys Asn lie Ser Asp His Val Gly Asp Pro Ser Asn 
85 90 95 

tct ett tgg gte aga gtt aaa gcc agg gtt gga caa aaa gaa tct gcc 336 
Ser Leu Trp Val Arg Val Lys Ala Arg Val Gly Gin Lys Glu Ser Ala 
100 105 110 

tat gca aag tea gaa gaa ttt get gta tgc cga gat gga aaa att gga 384 
Tyr Ala Lys Ser Glu Glu Phe Ala Val Cys Arg Asp Gly Lys lie Gly 
115 120 125 

cca cct aaa ctg gat ate aga aag gag gag aag caa ate atg att gae 432 
Pro Pro Lys Leu Asp lie Arg Lys Glu Glu Lys Gin lie Met lie Asp 
130 135 140 

ata ttt cae cct tea gtt ttt gta aat gga gae gag cag gaa gte gat 480 
lie Phe His Pro Ser Val Phe Val Asn Gly Asp Glu Gin Glu Val Asp 
145 150 155 160 

tat gat cec gaa act acc tgt tae att agg gtg tae aat gtg tat gtg 528 
Tyr Asp Pro Glu Thr Thr Cys Tyr lie Arg Val Tyr Asn Val Tyr Val 
165 170 175 

aga atg aac gga agt gag ate cag tat aaa ata etc aeg cag aag gaa 576 
Arg Met Asn Gly Ser Glu lie Gin Tyr Lys lie Leu Thr Gin Lys Glu 
180 185 190 

gat gat tgt gae gag att cag tgc cag tta gcg att cca gta tec tea 624 
Asp Asp Cys Asp Glu lie Gin Cys Gin Leu Ala lie Pro Val Ser Ser 
195 200 205 

ctg aat tct cag tae tgt gtt tea gca gaa gga gte tta cat gtg tgg 672 
Leu Asn Ser Gin Tyr Cys Val Ser Ala Glu Gly Val Leu His Val Trp 
210 215 220 

ggt gtt aca act gaa aag tea aaa gaa gtt tgt att acc att ttc aat 720 
Gly Val Thr Thr Glu Lys Ser Lys Glu Val Cys lie Thr lie Phe Asn 
225 230 235 240 

age agt ata aaa ggt tct ett tgg att cca gtt gtt get get tta eta 768 
Ser Ser lie Lys Gly Ser Leu Trp lie Pro Val Val Ala Ala Leu Leu 
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245 250 255 

etc ttt eta gtg ctt age ctg gta ttc ate tgt ttt tat att aag aaa 816 
Leu Phe Leu Val Leu Ser Leu Val Phe lie Cys Phe Tyr lie Lys Lys 
260 265 270 

att aat cca ttg aag gaa aaa age ata ata tta ccc aag tec ttg ate 864 
lie Asn Pro Leu Lys Glu Lys Ser lie lie Leu Pro Lys Ser Leu lie 
275 280 285 

tet gtg gta aga agt get act tta gag aca aaa ect gaa tea aaa tat 912 
Ser Val Val Arg Ser Ala Thr Leu Glu Thr Lys Pro Glu Ser Lys Tyr 
290 295 300 

gta tea etc ate aeg tea tac eag cca ttt tee tta gaa aag gag gtg 960 
Val Ser Leu lie Thr Ser Tyr Gin Pro Phe Ser Leu Glu Lys Glu Val 
305 310 315 320 

gtc tgt gaa gag ecg ttg tct cca gca aca gtt cca ggc atg cat acc 1008 
Val Cys Glu Glu Pro Leu Ser Pro Ala Thr Val Pro Gly Met His Thr 
325 330 335 

gaa gac aat cca gga aaa gtg gaa cat aca gaa gaa ctt tet agt ata 1056 
Glu Asp Asn Pro Gly Lys Val Glu His Thr Glu Glu Leu Ser Ser lie 
340 345 350 

aea gaa gtg gtg aet act gaa gaa aat att eet gac gtg gte eeg gge 1104 
Thr Glu Val Val Thr Thr Glu Glu Asn lie Pro Asp Val Val Pro Gly 
355 360 365 

age eat ctg aet cca ata gag aga gag agt tet tea eet tta agt agt 1152 
Ser His Leu Thr Pro lie Glu Arg Glu Ser Ser Ser Pro Leu Ser Ser 
370 375 380 

aac eag tet gaa ect ggc age ate get tta aac teg tat cac tec aga 1200 
Asn Gin Ser Glu Pro Gly Ser lie Ala Leu Asn Ser Tyr His Ser Arg 
385 390 395 400 

aat tgt tct gag agt gat cac tec aga aat ggt ttt gat act gat tec 1248 
Asn Cys Ser Glu Ser Asp His Ser Arg Asn Gly Phe Asp Thr Asp Ser 
405 410 415 

age tgt ctg gaa tea eat age tee tta tet gac tea gaa ttt ccc cca 1296 
Ser Cys Leu Glu Ser His Ser Ser Leu Ser Asp Ser Glu Phe Pro Pro 
420 425 430 

aat aat aaa ggt gaa ata aaa aea gaa gga eaa gag etc ata aee gta 1344 
Asn Asn Lys Gly Glu lie Lys Thr Glu Gly Gin Glu Leu lie Thr Val 
435 440 445 

ata aaa gee ccc acc tec ttt ggt tat gat aaa cca cat gtg eta gtg 13 92 

lie Lys Ala Pro Thr Ser Phe Gly Tyr Asp Lys Pro His Val Leu Val 
450 455 460 

gat eta ctt gtg gat gat age ggt aaa gag tec ttg att ggt tat aga 1440 
Asp Leu Leu Val Asp Asp Ser Gly Lys Glu Ser Leu lie Gly Tyr Arg 
465 470 475 480 

cca aea gaa gat tee aaa gaa ttt tea tga gatcagctaa gttgcaccaa 1490 
Pro Thr Glu Asp Ser Lys Glu Phe Ser 
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485 



ctttgaagtc tgattttcct ggacagtttt ctgctttaat ttcatgaaaa gattatgatc 1550 

tcagaaattg tatcttagtt ggtatcaacc aaatggagtg acttagtgta catgaaagcg 1610 

taaagaggat gtgtggcatt ttcacttttg gcttgtaaag tacagacttt tttttttttt 1670 

taaacaaaaa aagcattgta acttatgaac ctttacatcc agataggtta ccagtaacgg 1730 

aacatatcca gtactcctgg ttcctaggtg agcaggtgat gccccaggga cctttgtagc 1790 

cacttcactt tttttctttt ctctgccttg gtatagcata tgtgttttgt aagtttatgc 1850 

atacagtaat tttaagtaat ttcagaagaa attctcgaag cttttcaaaa ttggacttaa 1910 

aatctaattc aaactaatag aattaatgga atatgtaaat agaaacgtgt atatttttta 1970 

tgaaacatta cagttagaga tttttaaata aagaatttta aaactc 2 016 

<210> 4 

<211> 3498 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> axon 

<222> (1) . . (1626) 

<400> 4 

atg aat tgt aga gaa tta ccc ttg acc ctt tgg gtg ctt ata tct gta 48 
Met Asn Cys Arg Glu Leu Pro Leu Thr Leu Trp Val Leu lie Ser Val 
15 10 15 

age act gca gaa tct tgt act tea cgt ccc cac att act gtg gtt gaa 96 
Ser Thr Ala Glu Ser Cys Thr Ser Arg Pro His lie Thr Val Val Glu 
20 25 30 

ggg gaa cct ttc tat ctg aaa cat tgc teg tgt tea ctt gca cat gag 144 
Gly Glu Pro Phe Tyr Leu Lys His Cys Ser Cys Ser Leu Ala His Glu 
35 40 45 

att gaa aca acc acc aaa age tgg tac aaa age agt gga tea cag gaa 192 
lie Glu Thr Thr Thr Lys Ser Trp Tyr Lys Ser Ser Gly Ser Gin Glu 
50 55 60 

eat gtg gag ctg aac cea agg agt tec teg aga att get ttg eat gat 240 
His Val Glu Leu Asn Pro Arg Ser Ser Ser Arg lie Ala Leu His Asp 
65 70 75 80 

tgt gtt ttg gag ttt tgg cea gtt gag ttg aat gac aca gga tct tac 288 
Cys Val Leu Glu Phe Trp Pro Val Glu Leu Asn Asp Thr Gly Ser Tyr 
85 90 95 

ttt ttc caa atg aaa aat tat act cag aaa tgg aaa tta aat gtc ate 336 
Phe Phe Gin Met Lys Asn Tyr Thr Gin Lys Trp Lys Leu Asn Val lie 
100 105 110 
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aga aga aat aaa cac age tgt ttc act gaa aga caa gta act agt aaa 384 
Arg Arg Asn Lys His Ser Cys Phe Thr Glu Arg Gin Val Thr Ser Lys 
115 120 125 

att gtg gaa gtt aaa aaa ttt ttt cag ata acc tgt gaa aac agt tac 432 
lie Val Glu Val Lys Lys Phe Phe Gin lie Thr Cys Glu Asn Ser Tyr 
130 135 140 

tat caa aca ctg gtc aac age aca tea ttg tat aag aac tgt aaa aag 480 
Tyr Gin Thr Leu Val Asn Ser Thr Ser Leu Tyr Lys Asn Cys Lys Lys 
145 150 155 160 

eta eta ctg gag aac aat aaa aac cea aeg ata aag aag aac gee gag 528 
Leu Leu Leu Glu Asn Asn Lys Asn Pro Thr lie Lys Lys Asn Ala Glu 
165 170 175 

ttt gaa gat cag ggg tat tac tec tgc gtg cat ttc ett cat cat aat 576 
Phe Glu Asp Gin Gly Tyr Tyr Ser Cys Val His Phe Leu His His Asn 
180 185 190 

gga aaa eta ttt aat ate ace aaa ace ttc aat ata aca ata gtg gaa 624 
Gly Lys Leu Phe Asn lie Thr Lys Thr Phe Asn lie Thr lie Val Glu 
195 200 205 

gat egc agt aat ata gtt ccg gtt ctt ctt gga cca aag ctt aac cat 672 
Asp Arg Ser Asn lie Val Pro Val Leu Leu Gly Pro Lys Leu Asn His 
210 215 220 

gtt gea gtg gaa tta gga aaa aac gta agg etc aac tgc tet get ttg 720 
Val Ala Val Glu Leu Gly Lys Asn Val Arg Leu Asn Cys Ser Ala Leu 
225 230 235 240 

ctg aat gaa gag gat gta att tat tgg atg ttc ggg gaa gaa aat gga 768 
Leu Asn Glu Glu Asp Val lie Tyr Trp Met Phe Gly Glu Glu Asn Gly 
245 250 255 

teg gat cct aat ata eat gaa gag aaa gaa atg aga att atg act cca 816 
Ser Asp Pro Asn lie His Glu Glu Lys Glu Met Arg lie Met Thr Pro 
260 265 270 

gaa gge aaa tgg cat get tea aaa gta ttg aga att gaa aat att ggt 864 
Glu Gly Lys Trp His Ala Ser Lys Val Leu Arg lie Glu Asn lie Gly 
275 280 285 

gaa age aat eta aat gtt tta tat aat tgc act gtg gee age aeg gga 912 
Glu Ser Asn Leu Asn Val Leu Tyr Asn Cys Thr Val Ala Ser Thr Gly 
290 295 300 

gge aca gae ace aaa age ttc ate ttg gtg aga aaa gea gae atg get 960 
Gly Thr Asp Thr Lys Ser Phe lie Leu Val Arg Lys Ala Asp Met Ala 
305 310 315 320 

gat ate cca gge cac gtc ttc aca aga gga atg ate ata get gtt ttg 1008 
Asp lie Pro Gly His Val Phe Thr Arg Gly Met lie lie Ala Val Leu 
325 330 335 

ate ttg gtg gea gta gtg tgc eta gtg act gtg tgt gtc att tat aga 1056 
lie Leu Val Ala Val Val Cys Leu Val Thr Val Cys Val lie Tyr Arg 
340 345 350 
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gtt gac ttg gtt eta ttt tat aga cat tta acg aga aga gat gaa aca 1104 
Val Asp Leu Val Leu Phe Tyr Arg His Leu Thr Arg Arg Asp Glu Thr 
355 360 365 

tta aca gat gga aaa aca tat gat get ttt gtg tct tac eta aaa gaa 1152 
Leu Thr Asp Gly Lys Thr Tyr Asp Ala Phe Val Ser Tyr Leu Lys Glu 
370 375 380 

tge cga cct gaa aat gga gag gag cac acc ttt get gtg gag att ttg 1200 
Cys Arg Pro Glu Asn Gly Glu Glu His Thr Phe Ala Val Glu lie Leu 
385 390 395 400 

ccc agg gtg ttg gag aaa cat ttt ggg tat aag tta tgc ata ttt gaa 1248 
Pro Arg Val Leu Glu Lys His Phe Gly Tyr Lys Leu Cys lie Phe Glu 
405 410 415 

agg gat gta gtg cct gga gga get gtt gtt gat gaa ate cac tea ctg 1296 
Arg Asp Val Val Pro Gly Gly Ala Val Val Asp Glu lie His Ser Leu 
420 425 430 

ata gag aaa age cga aga eta ate att gtc eta agt aaa agt tat atg 1344 
lie Glu Lys Ser Arg Arg Leu lie lie Val Leu Ser Lys Ser Tyr Met 
435 440 445 

tct aat gag gtc agg tat gaa ett gaa agt gga etc eat gaa gca ttg 1392 
Ser Asn Glu Val Arg Tyr Glu Leu Glu Ser Gly Leu His Glu Ala Leu 
450 455 460 

gtg gaa aga aaa att aaa ata ate tta att gaa ttt aca cct gtt act 1440 
Val Glu Arg Lys lie Lys lie lie Leu lie Glu Phe Thr Pro Val Thr 
465 470 475 480 

gac ttc aca ttc ttg ccc caa tea eta aag ett ttg aaa tct cac aga 1488 
Asp Phe Thr Phe Leu Pro Gin Ser Leu Lys Leu Leu Lys Ser His Arg 
485 490 495 

gtt ctg aag tgg aag gee gat aaa tct ett tct tat aac tea agg ttc 1536 
Val Leu Lys Trp Lys Ala Asp Lys Ser Leu Ser Tyr Asn Ser Arg Phe 
500 505 510 

tgg aag aac ett ett tac tta atg cct gca aaa aca gtc aag cca ggt 1584 
Trp Lys Asn Leu Leu Tyr Leu Met Pro Ala Lys Thr Val Lys Pro Gly 
515 520 525 

aga gac gaa ccg gaa gtc ttg cct gtt ett tec gag tct taa 162 6 

Arg Asp Glu Pro Glu Val Leu Pro Val Leu Ser Glu Ser 
530 535 540 

tcttcagaaa cagtgaacgc caaaaagaac tcaagatatt ctggggactg agcatatgaa 1686 

cctgttcata acaaaggctg tgactcgaaa taattaactt tgtcaaaatc ctgctcacaa 1746 

tttgaagatg aaacttgtea ttaggttgge gggaatgaga etaaagattg cgetgtggge 1806 

tgtggtcacg tgctcccaga agacctggaa ttcaaaagaa atggagctat tctttttcte 1866 

cctctttcat aactggatgc age tgc teat actcaatccc atattcagca agtgtgaagc 1926 

tggacgtgat gcaaaataac cgatgcccta caaaaagggc gcatctttaa gagttttaat 1986 
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gccagtgctt 


aattcgaatg 


aggggatttt 


aagtgtctga 


agaggcattt 


tctagggacc 


2046 


agtgggtgac 


tgagtaactg 


aaatgctgct 


ttcactccct 


aacaccatgg 


atctggttgt 


2106 


gcataggatg 


tgggaggagg 


ggctggcagg 


gccgccttca 


gaggctgcag 


ggcctcagcc 


2166 


tcaggatgca 


tttaatgtat 


cctggccaca 


gttgcagcca 


acggttcttg 


aaagctcggt 


2226 


aaggccctgc 


aacgcagagc 


ctgcttatgt 


ggatctattt 


atgggaactt 


cttaaaagga 


2286 


ccccagaata 


gctctttatc 


tttcacaaga 


gacacaaatt 


ctaattgagt 


taattatctg 


2346 


ggcctttcac 


tttggatgct 


ctgaaacatt 


tgttgatttt 


gtgtgaatgt 


ttatatcaaa 


2406 


atgtttgcca 


ggttgtatta 


gccattgaat 


agcaaaaaac 


tgatagttac 


ttgcttgttt 


2466 


tttaaaaatt 


acatattaaa 


aatgcccttg 


gcataaggca 


gcatggtgtg 


gcagttaaga 


2526 


gatgggctgt 


gcagcccatc 


ctgagctcca 


gtcctgagtt 


tgctacttac 


ttctgtggcc 


2586 


tctggaacct 


tatccaacct 


cttggtgctt 


cagtttcctc 


atctgtgaaa 


ttagaattta 


2646 


taataattgc 


acctacctcc 


caggggtaac 


taaatgaata 


aatataataa 


agtacttaca 


2706 


gtggttcctg 


acacagactc 


agcactccgt 


cagtgttgcc 


atgactattt 


ttattatcat 


2766 


tattaatgat 


tacttagatc 


aattatttag 


cagtggacta 


atggaagcta 


cagagcaggg 


2826 


aagggaagca 


gatctaggga 


ggaaggcagt 


tttgatttga 


ggaggtttgc 


acatgtagag 


2886 


aagcatactg 


gagaagcata 


tccagagggc 


gaaagatatc 


tctccattgt 


gcatctgcct 


2946 


cttttgacgt 


tggaagacac 


atgtcttact 


ccccaaaggg 


agcccagcac 


tgggagcctt 


3006 


cttgatgatc 


tcaaaaataa 


tagctattca 


agaaaatcac 


caagtgactg 


tgaaaccgtc 


3066 


agttcggaag 


gctggttaga 


acatgtggga 


gcaacatgaa 


tgttctacaa 


aagtttaaag 


3126 


cagagattgt 


ttcaaatggg 


tgtagtagat 


attactgaaa 


accaaaaaag 


agtgagattg 


3186 


tcagtgtaag 


aatgtgattt 


aatgtttgta 


gtgcttacaa 


ttttgtgtac 


caactggatg 


3246 


actaaaaaga 


gtaaaataac 


ttaattaata 


gctcatattt 


tatgtgtgaa 


aacatgttag 


3306 


tgaacatata 


taatcaaaat 


agatttcatt 


gctattgcat 


agtctctaat 


acatagaatg 


3366 


attttgcttt 


tctcttttat 


tatacttgct 


ttaaaatact 


tgaaatatat 


tttgcattaa 


3426 


atgcatttca 


agttaaatgt 


cttaaatgta 


tacattagat 


gtgtgtttta 


aaatgcataa 


3486 


aacacgttga 


aa 










3498 


<210> 5 

<211> 20 

<212> DNA 

<213> Homo sapiens 












<400> 5 
ctcctcgaac 


caatttggtc 
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20 



<210> 6 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 6 

ctgcacttcg atgctgaagc 2 0 



<210> 7 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<210> 8 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 8 

acatctaaca tcccagtagg c 21 



<210> 9 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<210> 10 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 10 

ggcctgatga ccttggatt 19 



<210> 11 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 7 

cggagttcta taccagagtt g 



21 



<400> 9 

gatgacagct ctgacagctg 



20 



<400> 11 

ctgctctgct ttgctgaatg 



20 



<210> 
<211> 
<212> 
<213> 



12 
20 

DNA 



Homo sapiens 
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<400> 12 

tcctcttgtg aagacgtggc 



<210> 13 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 13 

cgtcatacca gccattttcc 



<210> 14 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> .14 

ttggtgcaac ttagctgatc 



<210> 15 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 15 

ggcttaaagg ggccaagt 



<210> 16 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 16 

agggagcact atccctcagc 



<210> 17 

<211> 20 

<212> DNA 

<213> Homo 

<400> 17 
gtccagagac 



sapiens 
atgtaagtgc 



<210> 18 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 18 

gagatgatgc ttgtcaacca 



<210> 19 



<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 19 

gc t agaaaga t gaaagc t gg 



<210> 20 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 20 

gtttctgatt ctggcaactg 



<210> 21 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 21 

aagaccacaa acacgagagt tactaagtga 



<210> 22 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Glu Pro Thr Gin Ala Arg Leu Ser Glu Ser 
15 10 



<210> 23 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Glu Pro Thr Gin Ala Gly Leu Ser Glu Ser 
15 10 



<210> 24 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 24 

aagaccacaa acacgagggt tactaagtga 



<210> 25 
<211> 30 
<212> DNA 



17/25 



<213> Homo sapiens 



<400> 25 

ttctggtgtt tgtgctccca atgattcact 



30 



<210> 26 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 26 

aagtggtcgt cgacagtct 19 



<210> 27 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Glu Gly Ala Ala Thr Leu 
1 5 



<210> 28 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Glu Gly Val Ala Thr Leu 
1 5 



<210> 29 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 29 

aagtggttgt cgacagtct 19 



<210> 30 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<400> 30 

ttcaccaaca gctgtcaga 



19 



<210> 
<211> 
<212> 
<213> 



31 
31 
DNA 



Homo sapiens 
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<400> 31 

gacgatcctc ttgtttgtgg aaaacgacct t 



31 



<210> 32 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 32 

ccgaaatgga acgtctgttt t 21 



<210> 33 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 33 

Ala Leu Leu Val Phe Val Lys Gin Gin Phe 
15 10 



<210> 34 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Ala Lys Gly Gin Leu Cys Phe 
1 5 



<210> 


35 


<211> 


9 


<212> 


PRT 


<213> 


Homo 


<400> 


35 



Ser Phe Leu Cys Gly Gin Leu Cys Phe 
1 5 



<210> 36 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 36 

gacgatcctc ttgtttgtgg gaacgtctgt ttt 33 



<210> 37 

<211> 33 

<212> DNA 

<213> Homo sapiens 



19/25 



<400> 37 

ctgctaggag aacaaacacc cttgcagaca aaa 



<210> 38 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<400> 38 

caacctcgtc ccccctacag acttttg 



<210> 39 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 39 

Asn Ser Cys Pro Pro His Arg Phe Val 
1 5 



<210> 40 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Asn Ser Cys Pro Pro Arg Arg Phe Val 
1 5 



<210> 41 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<400> 41 

caacctcgtc ccccctgcag acttttg 



<210> 42 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<400> 42 

gttggagcag gggggacgtc tgaaaac 



<210> 43 

<211> 7 

<212> PRT 

<213> Homo sapiens 



<400> 43 



Trp Pro Ala Arg Ala Gin Ser 
1 5 



<210> 44 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Trp Pro Ala Trp Ala Gin Ser 
1 5 



<210> 45 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 45 

attggccagc ccgggctcag agca 24 



<210> 46 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 46 

attggccagc ctgggctcag agca 24 



<210> 47 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 47 

attggccagc cygggctcag agca 24 



<210> 48 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 48 



Ala Arg Ala Gin Ser Met Thr Tyr Cys lie 
15 10 



<210> 49 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 49 
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Ala Arg Ala Gin Ser Thr Thr Tyr Cys lie 
15 10 



<210> 50 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 50 

gcccgggctc agagcatgac gtattgcatt 30 

<210> 51 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 51 

gcccgggctc agagcacgac gtattgcatt 30 

<210> 52 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 52 

gcccgggctc agagcaygac gtattgcatt 30 

<210> 53 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 53 

Pro Val Gly Gin Asp Gly Gly Leu Ala Thr Cys 
15 10 



<210> 54 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 54 

Pro Val Gly Gin Asp Arg Gly Leu Ala Thr Cys 
15 10 



<210> 55 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 55 

cctgtgggcc aggacggggg ccttgccacc tgc 33 
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<210> 56 

<211> 33 

<212> DNA 

<213> Homo sapiens 



<400> 56 

cctgtgggcc aggaccgggg ccttgccacc tgc 



<210> 57 

<211> 33 

<212> DNA 

<213> Homo sapiens 



<400> 57 

cctgtgggcc aggacsgggg ccttgccacc tgc 



<210> 58 

<211> 35 

<212> DNA 

<213> Homo sapiens 



<400> 58 

tcttggtgag aaaagcagac atggctgata tccca 



<210> 59 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 59 

Leu Val Arg Lys Ala Asp Met Ala Asp lie 
15 10 



<210> 60 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 60 

Leu Val Arg Lys Asp Met Ala Asp lie Pro 
15 10 



<210> 61 

<211> 32 

<212> DNA 

<213> Homo sapiens 



<400> 61 

tcttggtgag aaaagacatg gctgatatcc ca 
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<210> 62 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 62 

ctagtggatc tacttgtgga tgatagcggt 3 0 



<210> 63 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 63 

Leu Val Asp Leu Leu Val Asp Asp Ser Gly 
15 10 



<210> 64 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 64 



Leu Val Asp Leu Pro Val Asp Asp Ser Gly 
15 10 



<210> 65 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 65 

ctagtggatc tacctgtgga tgatagcggt 30 



<210> 66 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 66 

tagtggatct acctgtggat gatagcggt 29 



<210> 67 

<211> 240 

<212> DNA 

<213> Homo sapiens 

<400> 67 

gtgccaccca tgccatctgt gactatatct ttttattctt taatagtaac tcccttttct 60 

aattaaaggt aacaaacaaa acttaaaaaa gagatgccca cccaagcgtc attggcatgc 120 

tgatgttggc accagtgttg ggaagccctt agcatactcc aggaagtagg agtgtgtaac 180 
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gtggggtccc tttgtccttc atgcaagggt ttcaagagtt tagaaaacct atgaaattgc 



240 



<210> 68 

<211> 120 

<212> DNA 

<213> Homo sapiens 

<400> 68 

caacagttga ggccttacct gccttactgg ctacaatcac taggaactct ctccccaatg 60 
tgtaacacag gctaatttct gtctttgact tcagctcttc tgacccccaa ggggtgacgt 120 

<210> 69 

<211> 180 

<212> DNA 

<213> Homo sapiens 

<400> 69 

atgcattgca gaaacaggct cagcttaccc tgtgactatg ttgccaaggg gtcttcacag 60 

ctttccttct cttttgcaga aagatagagt cttcacggac aagacctcag ccacggtcat 120 

ctgccgcaaa aatgccagca ttagcgtgcg ggcccaggac cgctactata gctcatcttg 180 
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